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Aims  

To re-evaluated this community-based screening data and 

discuss the effectiveness and unresolved issues of large-

scale community screening from epidemiological and 

clinical perspectives.

Background

The control of hepatitis in Taiwan has achieved remarkable 

results. In addition we have been vaccinated to effectively 

prevent hepatitis B infection; hepatitis C it has currently 

developed to DAAs by the NHI. From past studies, it can 

be known that the more potential infections must be found 

from the grass roots detection. Community screening is 

one of the most commonly used screening methods. So far, 

we are lacking in review assessment. 

Method

The study was a retrospective analysis of a de-coded 

dataset and has been approved by the Institution Review 

Board of the Chang Gung Memorial Hospital. A two-stage 

liver cancer screening in Daliao District, Kaohsiung City.

a) 1st. stage: Blood sampling to test HBsAg, anti-

HCV,AST, ALT and AFP. For those who were positive 

for HBsAg or anti-HCV, further confirmation were 

performed on HBV DNA and HCV RNA.

b) 2nd. stage was ultrasonography examination for 

participants who were positive for any of the above 

five markers. 

c) Distribution of REACH B risk Score among HBsAg

positive.

Results

A total of 1495 (male: 585, female: 907, mean age 51.1 ±14.8 years) participate in this screening. The median coverage 

rates of 22 villages were 7.93/1000, ranged from 0.58/1000 to 25.8/1000(Figure1). Overall prevalence of HBsAg and 

anti-HCV were 11.6% and 3.7%, respectively. All participants were stratified by viral load and ALT levels(Table2).

Among the positive subjects, only less than half were positive for HBV DNA (5.3%) or HCV RNA (1.5%). Identify the 

high risk for HCC by REACH B risk score, only 16 (9.2%) of HBsAg carrier were with score higher than 10(Figure2). 

Five had AFP levels higher than 20 ng/ml ; two were known HCC patients with recurrence, two were pregnant women 

and the other one was non-responder for the 2nd. stage screening.

Conclusions

In the study area with same prevalence of HBsAg and anti-HCV as the whole of Taiwan, we found that a few 

candidates for anti-viral treatment or HCC screening can be detected through such a community based 

screening. We noted that geographic representation of participants to the whole population was worse. 

Community based screening should be conducted with well coverage design in high risk areas.


